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Notes by Karen Thullner 
 
Richard Esmond led the meeting. The preparation for the meetings next week. 
 
FHIR has two parts. One is the computer implementation guide. This is expressed in JASAN. The other 
portion is human readable. It explains what the entire content is about. The current focus has been the 
computer side. This is mostly done. The next phase is to explain to the people. Kurt has a sample of the IG 
prior to a computer malfunction yesterday.  
 
Kurt shared his screen. There is now a logical models tab. The logical models created in Modeling Lab are 
linked here. There is also a profile listed. Currently, producing an IG includes pushing the Modeling Lab 
information to HL7. The goal is to have a drag/drop section in Modeling Lab that will push this 
information to HL7. Once the issues have been resolved in Modeling Lab, this should make the future 
much easier. Modeling Lab should be able to be updated easily as updated versions of FHIR.  
 
There are several scheduled meetings next week. This are set up to go over the internal workings of FHIR. 
The goal is to make a preferred method to take data elements into FHIR. There needs to be a final 
consensus as to how is this to be most easily achieved.  
 
After the meeting, Richard and Kurt will be tooling a common sharp API. This will radically reduce the 
testing. It reduces the probability that there will be issues with the transfer of JASAN data.  
 
https://docs.google.com/document/d/1tCBDmOvOJgVWwQte5QBMAjW_XMyvCKnYKtB_qvbjzlo/e
dit 
 
The goal is for all vendors to use the same testing to eliminate inconsistencies. FHIR has created a nougat 
library. The project Kurt and Richard are working on is adding a layer to the current FHIR library. The 
project from Kurt and Richard is specific to radiology. Eventually, it could be implemented into surgery and 
other areas. The goal is to reduce the amount of code needed. One shared library will bring a cohesive link 
between data sources. This will allow individuals to write in as version 3 and have it computed to version 4, 
for example.  
 
The models currently produced are a clean superset of the information available. It allows for the amount of 
detail to be updated over time. How specific should a set a profile be? This would allow for the various 
levels of detail. HSPC has been trying to have a manifesto to list what should be allowed in FHIR profiles. 
Breast cancer is just the start of road map to follow for other areas in the next few years. The goal of 
Modeling Lab is to take some of the technical aspects by providing a road map.  
 
What is the best way to create a running software that allows various companies to share and interpret 
information? This should be solved with a project like Modeling Lab.  
 
There is no meeting on May 8 as people will be at the Montreal meetings. The call in two weeks will focus 
on the nuances of FHIR.  
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