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May Terry presented on the mCODE Cancer Interoperability Track orientation. Richard created a recording of the 
meeting. The HSPC Sandbox has been created for this.  
 
This is the first release of mCODE. A Connectathon Track will be held in Atlanta. The scope is to test and get 
feedback. Is mCODE enough for oncology data elements? Are the specific profiles, especially TNM Staging 
applicable? There are EHR vendors participating. The main goal is to ensure that the main elements make sense. 
The goal is to validate the model. The future use cases should be identified at this time. What improvements need to 
be made? Clinical representatives are welcome. Is the current set of elements enough? Does mCODE reflect the use 
case for patient data representation? There may some overlap with the clinical genomics working group. The IG is 
loosely related. A better alignment is needed in the future.  
 
The initial interested parties include MITRE, CIBMTR, IMO, PenRad, Varian, HL7 Germany.  
 
The emphasis is creating examples and getting an idea to support the workflow and applications. The content and 
examples are the focus. The interest is primarily the content at this point. The vocabulary is a main point. System 
roles include clinical (provider, patient, research) and technical (FHIR servers and clients) actions. The role is to be 
FHIR based for EHRs and HIEs.  
 
The clinical scenario is based upon an ASKO listed item. How do you model clinical and pathological information 
in FHIR? The different systems capture staging data differently. The clinical scenario was chosen due to the 
genomics data inclusion.  
 
There will be a couple of things to work through at the Connectathon. The IG is available at HL7 for comment and 
review. There is an HSPC Sandbox with mCODE structure and definitions. This is open end point. The client side 
has a some overlap with the genomics working group.  
 
This will be the first time for a Connectathon track for the models. The models will provide a track to develop a 
path for the future. Specific examples will help define the dimensions of the model for improvement.  
 
The initial focus was on oncology models with EMRs. Staging details are required and part of the content of 
mCODE. The HER without and oncology model can be a part of this data.  
 
An app may be available for the Connectathon, but it is not likely in the two-week timeframe. A Smart-On FHIR 
app may be considered in the future for this project.  
 
This is the first Connectathon to track staging and the exchange of cancer staging elements. You can 
This is a pre-Connectathon survey. Please complete.  
https://www.surveymonkey.com/r/LJVWVF9 
 
The meetings for the next two weeks will be canceled. The next meeting will be September 25.  
 

https://www.surveymonkey.com/r/LJVWVF9

