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Richard Esmond started the meeting. People have been looking through the ballot and giving 
feedback. People have been going into GitHub and making suggestions. MITRE has offered a half 
hour each morning to assist with build errors. The MITRE ballot has come along way in a short 
amount of time. Things that would be helpful include examples of how the items are working, such 
as a radiology report. The two absolute priorities are getting rid of the build errors and showing 
examples. 
 
http://build.fhir.org/ig/HL7/fhir-breast-radiology-ig/index.html 
 
The tooling allows the specification of a folder. The examples show items that need to be better. 
The FHIR community is also able to assist in some of the fixes.  
 
The next cycle is five months. This will allow more time for profiles to be addressed.  
 
Richard presented the ballot to see if there are any items that are missing or need to be 
accomplished by Sunday. The main thing is examples. There are graphics that have been added to 
the landing page. The value sets to avoid some of the errors. The description has its own 
terminology. This demonstrates the supported coding system. The display and the definition are 
identical for now due to the tooling available.  
 
RSNA has a coding description called the Radlex Playbook. The complex system is documented 
through LOINC.  
https://loinc.org/collaboration/rsna/ 
 
CAP, RNSA, and ASCO all have a common interest in descriptions. mCODE takes a multi-
disciplinary system, i.e. breast, lung, etc. The priority is to leverage the use cases for the common 
good of the system.  
 
Term submissions usually take a year to be adapted. There are some people trying to create 
temporary LOINC codes. Some are just creating their own codes to use in the interim. It is 
important to keep a quality foundation and that the codes are vetted by a source. There should be 
flexibility tied to more than just one set of codes. It is a challenge to be tied to SNOMED or 
LOINC. This ballot process could be added to Regan Street in order to detect duplicate codes. 
There should be a way to find middle ground in the creation of new codes. The key is to avoid 
duplicate or incorrect codes. How can the standards be collated to ensure the most cohesive list of 
codes? Some codes need to share the same phenomenon. There needs to be some harmony on the 
terminology level.  
 
https://loinc.org/submissions/new-terms/ 
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The terminology should be first, then go for the details of the ballot. Terminology needs to be 
developed as the code system is being developed. The identifiers that use IMO could be included in 
the specifications. This could be a copyright issue. The value sets give a meaning of the term to be 
used in analytical analysis. There is a challenge that many terminologies aren’t included in a code 
system. The relationships of expressions of codes need IMO to manage this. The underlying 
information is not always available or accurate. There needs to be improvement of these 
technologies to make in order to give a common code. How many different code systems, like 
SNOMED or LOINC, are needed to ensure that the terminology is consistent and accurate? 
Richard, Mark and Rute have investigated the various sources out there for consistency. There is a 
lot out there, but nothing is aligned as well as it should be. The hope is that a multi-disciplinary 
group that would collaborate for a common base. A prescriptive specification can be used to have 
clinical support systems.  
 
Richard and Kurt will be adding more data elements on radiology. The link will be resent this 
weekend. The ballot closes at midnight Eastern Time on Sunday.  
 
 


