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Notes by Karen Thullner 
 
Richard Esmond and May Terry led the meeting. 
 
The mCODE FHIR IG is being worked on. There is the talk of mCODE IG to compliment FHIR. 
There is a July 31 deadline that must be met for the September ballot. This also needs to be 
developed by the Connectathon in September. The CIC page has a description of mCODE. There 
will be a review by the committees next week.  
 
The first point is to test and get feedback on mCODE itself. Next is to identify the enough minimal 
set of data elements that apply to all solid tumors.  The database schemes need to be test. 
Clarification future requirements in use cases must be identified. The use of mCODE should be able 
to drive treatment This should include imaging with size of tumor. The level of details needs to be 
defined within each level. The start of mCODE used a higher level for the first pass. The thought is 
that eventually mCODE will cover more depth. mCODE should offer a variety of base classes for 
others to differentiate from data elements.  
 
The intent of CODEX is to further extend the core base classes, like DaVinci.  
 
The Connectathon will be based certain EHR vendors. The intent is to cover R4 and gather 
feedback. The clinical scenarios are somewhat limited due to AJCC. The trial use of the AJCC IP 
could be used for digital staging. This was held up, possibility by AJCC licensing. The thought is to 
stage one type of cancer, specifically breast. This would involve PenRad for some of the data. 
Narrowing specific clinical scenarios can result in one test situation. The thought is to foster the 
discussion on variations of each clinical system. The mapping process should have a standardized 
system. The interpretation of data will eventually be available on the HLPC server.  
 
AJCC data elements are required for pathology accreditation. The licensing needs to be verified to 
prevent the development of multiple standards. There are some conversations going on regarding 
this, but nothing has been solidified. mCODE is trying to simplify these standards. The licensing 
needs to be clarified to prevent future confusion of elements. What can people to do assist in 
crossing this hurdle? A broad community petition would be helpful in driving a resolution to the 
standardization. The larger community needs to demand a resolution for the licensing issues and the 
transfer of data. Data blocking has been taking to Washington several times.  
 

Would this barrier be considered "information Blocking" under ONC's NPRM as 
its blocking use of some cancer data? 

 
This has become a legal discussion. Regulatory issues are driving the hurdles of shared data. The 
Connectathon will center around mCODE, but it is not the only items. Legal will just be a small 
portion of the discussion. mCODE would like to take synthea data. The breast cancer framework 



has been posted for review. Mitre is currently working on breast cancer data. The MGS use case uses 
lung cancer. It has a lot of description, but the data needs to be tested a little bit more.  
 
CIMPL, as a tool, can be used for further support of the AGI. There are tests to test the model. 
There are also tested to see if there should be refined tests and responses. mCODE should be able 
to filter elements closest to the needed care. The data needs to be filtered to what is needed. The 
anticipation of certain data needs. The most recent CDC and CMP values are usually available. The 
clarification of identifying triggers need to be defined without casting too wide of a net. The services 
need to be tests as well as the model. The idea is that clinicians will enter more specific data for 
future use, not necessarily for the current use.  
 
Next week there will be a review of the breast radiology content.  
 
 


