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Richard Esmond started the meeting. May Terry presented. There is a request to record the meeting. It will 
be posted on the Cancer Interoperability site by Richard.  
 
Mary Terry presented mCODE Oncology which is trying to standardize the terminology for oncology.  
 
http://standardhealthrecord.org/guides/mcode/ 
 
A version of the presentation will be distributed. It is approved for public release. The goal is community 
involvement. Comments are welcome.  
 
The current state quality and standardization is rather low. There is a lot of time in the curation and 
collection of data. There is a delay in making the data meaningful in relation to patient care. Other initiatives 
should exchange the information as systematically as possible. The goal is to have better outcomes over 
time. MCODE is an “advanced viable core set of common data elements for cancer that is standardized, 
computable and clinically applicable in every electronic patient record with a cancer diagnosis.” It is 
collaborative effort of several organizations, including ASCO and American College of Surgeons.  
 
The Implementation Guide was developed through scoping and use cases. This has been driving by cancer 
link and ASCO. This has helped shape the scope and direction. This is a collaboration of radiologists, 
surgeons, oncologists, and many others. The use cases are imbedded in the guide. Genomics also played a 
part of the domains that were chosen for focus. There are several domains, after prioritization. These 
include patient, disease, treatment, outcomes, genomics, and lab/vital. The model is based on cancer as the 
primary disease. Solid tumors were the focus for the first round. Primary and secondary cancer conditions 
were separated for billing and research purposes. Its further splits into the staging of cancers. The next level 
is clinical and pathological staging. There are multiple staging systems involved.  
 
Lab/vital signs are limited to the scope of what is relevant to the cancer patient. There are CNC and CMP 
are essential to the model regarding cancer. The treatment includes radiological and surgical procedures. The 
data from Cancer Link and mCODE can be used together, based on the data that they currently have.  
 
The IG is to be used as an interaction with various groups. A comparative analysis can used to match the 
patient with some of the patient in the registry with matching criteria. The information could be used in a 
conversation with the patient for a joint decision-making process.   
 
There are number of artifacts imbedded in the IG. The categories are broken down inside the conceptual 
model. This is to clarify what is intended for each domain. The notes are used to define items for the clinical 
and technical community. The Implementation Guide has an exportable data dictionary in addition to the 
IG. It is a bit of auto generation as well as manual editing. The summary of data element names and 
descriptions are in human readable form. The emphasis is on ease of use.  
 
The starting point for FHIR was the data dictionary was a starting list for data types and value sets. There is 
a lot more information to a FHIR profile than just a data dictionary. There is a lot of information needed to 
create the profile. The ability to extract from the data dictionary is necessary to create new downstream 

http://standardhealthrecord.org/guides/mcode/


profiles. The primary motivation from the data dictionary is to create a simpler way to store the same data. 
The translation into FHIR does require additional metadata. It is a combination of use case and FHIR. The 
intention is to support multiple communities.  
 
The conceptual model has profiles that can be navigated and defined by the data dictionary. The patient 
information, such as data of birth and race, are collected in all formats and need to be mapped as such. The 
onset date and diagnosis dates are up for debate. There is further information used in the qualifying as 
cancer, including tumor and histology. The use of onset date is a bit misleading as there is a lot of data 
collection that goes into the diagnosis of cancer.  
 
It is US realm. There is some work to make this more international. The first domain up for discussion is 
RXNorm. This needs to be accepted by an international community. The other thought is for SNOMED to 
expand its medication coverage. There needs to be consensus on the use of AJC in order to make this more 
of a reality. SOLAR can potentially assist in the conversion of SNOMED to RXNorm. Brand products 
make this a larger discussion.  
 
The code for the condition is derived from SNOMED.  
 
The homepage has a combination of coding systems to use. There is a recommendation to how to enter 
these conditions. There are different combinations depending on site and body locations. The codes are not 
necessarily applicable for each constraint. It can be confusing. There is an example listed, to assist in 
clarification.  
 
Why is observation used on lab panels, such as CBC and CMP? Only the analyzed set is used. Some areas of 
the reports are not necessary in the diagnosis. Diagnostic reports give the ability to add portions of the 
observations. A diagnostic report is in flux and can contradict an observation.  Observations are 
observations, in addition to the panels. The purpose of mCODE is interested in the variant of genomics. 
The genetic variant was part of the driving force to using observation.  
 

“they are part of AJCC/CAP Cancer Protocol Reporting that would originate 
in the Pathology LIS for that portion of the results.” 

 
There are some EHRs that provide mapping through ICD-03 and SNOMED. Most oncologists do no 
typically do searched by ICD-03.  
 
May will continue this on a portion of the call for next week. Please follow the link. Comments and 
questions can be posted on the GitHub link. There is also an issue list for HL7.  
 
https://standardhealthrecord.atlassian.net/projects/MCODE/issues/ 
 
any issues: rute@mitre.org, mterry@mitre.org, mkramer@mitre.org 
 
 
 
 

https://standardhealthrecord.atlassian.net/projects/MCODE/issues/

