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Notes by Karen Thullner 
 
Richard Esmond started the meeting. There was a brief discussion of how to organize the ballot 
comments.  
 
May Terry discussed the current comments for mCODE. The next release will hopefully be on 
February 1, 2020. A synchronization of ballot comments for mCODE and Breast Radiology may be 
applicable.  HL7 has approved mCODE for standard trial use. There were several reviewers. The 
needed 50 was met in order to pass. The final tally for approve/not approve is taken after the 
negative comments were replied to. Only once all the negative comments are withdrawn, can the 
ballot be reconsidered. Most of the comments were regarding the genomic profiles. There were also 
several general comments. Sorting into themes helped tremendously in the organization of the 
spreadsheet to address issues. Local extensions could be made into a more general standard. 
Terminology alignment can be made better, i.e. LOINC identifiers.  
 
The first general issue is a to clarify the process, who is working on it and how does the workflow.  
 
There are several issues with the need for internationalization. What countries have limitations, such 
as ethnicity? There are certain constraints due to US Core. Clinical Genomics implementation guide 
should be out this week. There should be alignment between the IGs and will be worked on with 
the new release. CIMI has been working on some profiles, which cross over to mCODE. These 
include vital signs and labs, some extensions and slicing. Terminology is in line with CDA Cancer 
Reporting IG. It was noted that histology was missing some parts in the mCODE value set.  
 
The NCI Thesaurus has a lot of concepts. The best of all worlds would combine this along with 
SNOMED. CIMI is also working on aligning the patterns and issues.  
 
Reducing the use of local extensions is a concern as some could potentially make use of a standard 
FHIR extension.  
 
Terminology was another theme. There were some gaps that address LIONC terminology. The 
LOINC panel structure (CBC, CMP) needs to be further aligned. There were some components that 
needed to be more consistent and defined. Should CDC have been modeled more generically? This 
should probably be its own meeting for resolution. The decision of either the international or US 
Edition of SNOMED needs to be clarified. Both seem to be in the HSPC name space. If there are 
missing comments, should SOLAR be identified in the HSPC name space? There needs to be 
consistent terminology outside of cancer. What happens to concepts that do not currently exist in 
SNOMED today? How are new concepts leveraged? New concepts could be adapted and given an 
URL to be eventually accepted into the mainstream. There is one cycle to get to the international 
edition and another cycle to reach the US edition.  
 
A block vote cannot be taken on this call unless there is someone from the CIC on the call.  



Comment 24506 is one of the general issues. It is looking for more clarity on the purpose, who is 
working on this, etc. The intent is that there are so many use cases with the exchange of cancer data. 
If it is not clear as to the information source and who is providing, there can be some confusion as 
to the intent.  
 
http://hl7.org/fhir/us/mcode/2019Sep/ 
 
The patient/provider discussion could be clearer instead of just a visual workflow. The structure 
relationship with aggregating data changes. The hierarchy of this should be shown. The source of 
interoperability needs to be cited.  
 
Comment 24506 does need some clarification shown in a more visual way. The existing wording 
gives a sense of what the current oncology in the system is, not the exchange of information 
oncology data.  
 
Future meetings can focus on the ballot resolution. Richard and May will take this offline. Richard 
will start posting the agenda on Confluence, so people are aware of the upcoming topics.  
 
 
 

http://hl7.org/fhir/us/mcode/2019Sep/

