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Richard Esmond started the meeting. He pasted a link for consideration  
 
http://build.fhir.org/ig/HL7/fhir-breast-radiology-ig/spec.html 
 
This link is for the FHIR Breast Radiology resource.  
https://www.hl7.org/fhir/observation.html 
 
The graphics are made with a simplistic structure vector file. Shorthand is doing some great work on 
the RSHR spec team. They have been rewriting from CIMPL to FHIR shorthand. There should be a 
pre-release version out in about 3 weeks. The IG will be migrated to accommodate FHIR 
Shorthand. There needs to be better visualization tools. These visualization tools can help 
demonstrate the underlying RDF. Robinette can potentially present the mapping and facilitation of 
other content.  
 
Leveraging the current RDF can be used to better visualization and mapping between other models 
and structures. There are any not currently any graph databases available. The current work like this 
is with the NCI thesaurus and the NCI.  
 
CDISC reached out for the second time for a meeting. Richard will distribute the link. There are a 
lot of parallel groups, but they need to be integrated and harmonized. The integration with FHIR 
has been an interesting process to fulfill.  
 
Richard asks that people look at the latest content and give feedback.  
 
http://build.fhir.org/ig/HL7/fhir-breast-radiology-ig/spec.html 
 

http://build.fhir.org/ig/HL7/fhir-breast-radiology-ig/spec.html
https://www.hl7.org/fhir/observation.html
http://build.fhir.org/ig/HL7/fhir-breast-radiology-ig/spec.html


How can the content be displayed in a way that people can look at it and understand the details 
involved? What will make this better? The information should be comprehendible by non-technical 
people. The target is breast radiologists. The auto generation of the information seems to be 
limiting. The problem needs to be thought of in different levels. Will the machine abstract to higher 
level concepts without a manual contemplation? The creation of the RDF may allow some 
enhancement. Aliases could be added to sit on top, making this semi-automated. The current RDF 
generation from the IGs is developed with a literal interpretation. There needs to be some sort of 
paradigm of graph databases. A work list contains items that need better definitions. The evolution 
and changes need to be clinically accurate. Engineers should not have final say in the terminology. A 
clinician or expert should have final validation. The clinician’s point of view is ‘can I do my work 
better?’.   
 
Mark Kramer demonstrated the FHIR Shorthand manual. There is a reference manual portion as 
well as tutorial. The tutorial takes about 30 minutes but is a great introduction to FSH and SUSHI.  
 
 http://build.fhir.org/ig/HL7/fhir-shorthand/ 
 
FHIR is designed to do veterinary medicine as well as human. This link shows how to add a species 
for the FSH Tank.  
 
The goal for Kurt and Richard is to have a portion of the data transferred over to the FHIR 
Shorthand. There could be a comparison and would like to do a transfer to FSH. This could be a 
meeting to study the conversion. There are limitations, but SUSHI is days away from compiling the 
datasets. The mCODE 1.0 version will be released shortly.  
 

http://build.fhir.org/ig/HL7/fhir-shorthand/

